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Species Gene Symbol Gene ID GenBank Accession Transcript
Human TDRD5 163589 BC130532 NM_ 173533

About the gene

Official Symbol TDRD5

Previous Symbol -

Official Full Name | tudor domain containing 5

Synonyms FLJ34823; TUDOR3

Location 1g25.2

Gene Type protein-coding gene

Uniprot ID Q8NAT2

Pathway/Library Epigenetic Regulators Related Genes Library

Required during spermiogenesis to participate in the repression transposable elements and prevent their
mobilization, which is essential for the germline integrity. Probably acts via the piRNA metabolic process,
Gene Summary which mediates the repression of transposable elements during meiosis by forming complexes composed
of piRNAs and Piwi proteins and govern the methylation and subsequent repression of transposons.
Required for chromatoid body (CB) assembly (By similarity). TDRD5 HUMAN,Q8NAT2
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L00020 Control Knockout HEK293T Cells 132/
L00022 GFP Knockout HEK293T Cells 132/
0222 T - R 2 (100X) 100ml
D0508S/M i PR 2 4 4 R AR A U a0 25/100%
D7080S/M/L T7 Endonuclease I (CRISPR% 2 [ 5845 4 5 FH) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride ("M 2 %) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride ("M 2% %) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride (PP 2% %) 250mg
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